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a-Aminoisobutyric acid residues, in helical 
peptide, 961 

Aminotyrosine, derivative of calmodulin 
fluorescence of, 547 
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Amylopectin, pulsed field gradient nmr study 
size and shape of, 441 

Amylose, calculated low-energy CD, 1365 

Ancrod, rheology of clots prepared with, 461 

Antifreeze glycoproteins, adsorption on ice 
mechanism of action, 1265 

Antitumor agent, binding by DNA, RNA and 
DNA-RNA polymers, 1549 

Array processor, in energy minimization, 1437 

Assembly, of fibronectin matrix, 199 

Atomic motions, compared for nucleic acids 
and proteins, 1189 

Atomic partial charges, of deoxycytidine 
monophosphate, 327 

ATP analogs, fluorescent, enzyme binding of, 
9 


Bacterioopsin gene, 157 

Bacteriophage T7, ethidium binding by, 1635 

Bacteriorhodopsin, membrane topography of 
monoclonal antibodies against, 157 

Base, nucleic acid, benzo(a)pyrene diolepoxide 
adducts, 2279 

Base composition, DNA, effect on torsional 
rigidity, 1009 

Base-pairing, nucleic acid, and rates of 7H- 
exchange, 667 

Base specificity, DNA, modeled for ethidium 
binding, 1863 

Base tilt, in A,T-containing polynucleotides, 
825 

8-Bend, in cyclic enkaphalin analogs, 935 

—, in gastrin analogs, 2029 

Bending rigidity, anisotropic, of DNA 
filaments, 1233 

B-Bends, in cyclic hexapeptides identification 
of types solvent accessibility of, 1205 

—, role in 6-sheet formation, 565 

lin-benzoadenosine, phosphate derivatives of, 
enzyme-bound fluorescence, 9 

Benzo(a)pyrene diolepoxide, (+) and (—) 
conformations of adducts with dCpdG, 
2279 

+-Benzyl-L-glutamate, aggregation of tetramer 
and polymer, 585 

-Benzyl-L-glutamate oligomers, nmr 
conformational study aggregation of, 2381 
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Binding energies, calculated, of diamines to 
DNA, 1527 

Biopolymers, as enzyme substrates, 257 

Birefringence relaxation, of human bronchial 
mucin, 1683 

Bitter molecules, model for receptor binding 
of, 1629 

Black mamba proteins, folding energetics of, 
167 

Bleomycin, model for DNA interactions, 913 

Blocking group, effect on conformation of 
glutamate oligomers, 2449, 2469, 2495 

Born approximation, applied to chromatin 
model, 1301 

Bovine pancreatic trypsin inhibitor, Monte 
Carlo simulation of, 527 

Bovine pancreatic trypsin inhibitor (BPTT), 
folding energetics of, 167 

—, molecular dynamics of active site, 843 

—, tryptic peptide mapping N-terminal 
fluorescent labeling of, 623 

Bovine serum albumin, diffusion through 
polymer solutions, 379 

Brillouin scattering, from DNA, 2035 

—, of lysozyme in solution, 1543 

5-Bromodeoxyuridine, fluorescence quenching 
by, 77 

Brownian dynamics simulation, of superoxide 
dismutase, 1323 

B-Z transition, temperature and salt effects, 
289 


Calcium ion, pectin binding, 2131 

—, role in vision cascade, 29 

Calmodulin, aminotyrosine derviatives of 
calcium binding, 547 

Carbonic anhydrase, bovine, non-cooperative 
melting of, 1899 

Carboxypeptidase A, crystal structure 
hydrophobicity electrostatic 
complementarity in complexes with 
inhibitors, 1721 

Carcinogens, enantiomeric, conformations of 
adducts with dCpdG, 2279 

«-Carrageenan, conformation of 
microcalorimetry of, 731(E) 

Cascade, mechanism of, in vision, 29 

CC-1065, binding by DNA, RNA and DNA- 
RNA polymers, 1549 

CD, of aminotyrosy! calmodulin, 547 

—, anomalies in spectra of large molecules, 
1595 

—, of CC-1065 bound to nucleotide structures, 
1549 

—, of DNA B-Z transition, 725 

—, of elastin polypentapeptide coacervation, 
2345 


—, of gastrin fragments, 647 
—, of gastrin-related peptides, 2029 
—, of glycophorin A, 2301 
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—, induced, of Cu?*+-polypeptide complex, 
1115 

—, low-energy, calculated for glucans, 1365 

—, measured and calculated, of poly(L- 
ornithine), 683 

—, of poly(dG-mdC) B-Z transition, 905 

—, of polynucleotides, 289 

—, of poly(Pro-Nle-Gly), 1853 

—, protein refolding studies, 279 

—, of sequential polypeptides, 1215 

—, of signal peptides, 117 

—, stopped-flow, of poly(L-ornithine) 
conformational change, 683 

—, study of host-guest peptides, 1057 

—, of thermolysin fragments, 767 

—, of B-turn model peptides, 211 

—, of 6-turn peptides, 2045 

—, vibrational, of L-Ala oligopeptides in film, 
1257 

—, vibrational, of poly(y-benzyl-L-glutamate), 
799 

CD theory, for infinite helical polymers, 1337 

Cellulose, Rhizoclonium hieroglyphicum cell 
wall, crystallinity of, 421 

Charge distribution, calculated, for 6-sheet 
model, 735 

Chemotactic peptides, 1131 

Cholecystokinin fragments, 'H-nmr studies 
fluorescence transfer studies, 1663 

Chromatin, solenoid-like model for calculated 
CIDS spectrum, 1301 

Chromosome sorting, enriching recombinant 
libraries by, 77 

CIDS, calculated from chromatin model, 1301 

Circular DNA, Raman conformational study 
of, 1107 

Circular intensity differential scattering 
(CIDS), calculated for two geometries, 783 

—, simplified expressions for, 1595 

Circularly polarized light, calculated 
scattering of, 783 

Coacervation, of elastin polypentapeptide in 
water, 2345 

Collagen, ir study of Amide I band 
polytripeptides related to role of bound 
water, 1449 

—, phase diagram for free energy of fibril 
formation, 1705 

—, role of proline in packing of, 581(E) 

—, segment long spacing handling pattern 
studies, 2195 

—, solid state nmr studies of, molecular 
dynamics of, 65 

Collagen fibrils, free energy of formation 
hydrophobic bonding in, 1705 

Complex, of Cu?* with 
poly|Cys{[(CH,); »>COOH}}, 1115 

Compressibility, of lysozyme in solution, 1543 

Computer modeling, of polysaccharide helices, 
1809 
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Computer simulation, of DNA supercoiling, 
867 

Concanavalin A, biantennary glycopeptide 
complex, 49 

—, binding to glycopeptide of biantennary- 
complex class, 1387(E) 

Condensation, DNA, reversed by electric-field 
pulses, 1981 

Condensation theory, in DNA-intercalator 
interactions, 1941 

Conductimetry, transport parameters from 
study of pectin-ion binding, 2131 

Conformation, of (Ala/Val) copolypeptides, 
2113 

—, of a thermolysin fragment, 767 

—., of bleomycin-DNA complexes, 913 

—., calculated, of cyclic enkaphalin analogs, 
935 


—, of chemotactic tripeptides, 1131 

—, crystal state, of dehydrophenylalanine, 639 

—, of cystine peptides, 2041 

—, DNA, effect on 7H-exchange rates, 667 

—, DNA, probed with 1,10-phenanthroline- 
copper, 183 

—, of DNA, RNA and DNA-RNA structures, 
1549 

—, of DNA duplexes by 2D-NOE, 747 

—, of gastrin and cholecystokinin fragments, 
1663 

—, of gastrin fragments, 647 

—, of gastrin-related peptides, 2029 

—, of H-active oligosaccharides, 2207 

—, of phage capsid DNA, 1635 

—, of poly(dG-m5dC) by CD, 905 

—, of polynucleotides, 289 

—., of sequential polypeptides by CD, 1215 

—, of valyl sidechains, 601 

Conformational analysis, of cyclic peptides of 
signal peptides, 117 

—, polypeptide, statistical-mechanical 
treatment, 1391 

—, polypeptide, using buildup and energy 
minimization, 1437 

Conformational calculations, cyclic 
somatostatin inhibitor, 97 

Conformational change, in poly(L-ornithine), 
683 


Conformational energy calculations, of 
carcinogen-base adducts, 2279 

—, of a,a-dialkyl residues, 1759 

—, on H-active oligosaccharides, 2207 

—, for myoglobin helix packing, 1271 

—, on phenylacetyl-D-alanyl-D-alanine, 2087 

Conformational transition, coupled to 
adsorption, 2057 

Conformations, fluctuating, simulation for 
proteins, 527 

—, transient, in DNA duplexes nmr relaxation 
study, 711 

Cooperativity, in 8-sheet formation, 565 


2535 


Copolypeptides, Ala/Val, conformation of, 
2113 


Creep and creep recovery, of fibrin clots, 461 

Crystal structure, of alamethicin segment 12- 
20, 979 

—, carboxypeptidase A, methods of analysis, 
1721 

—, of dehydrophenylalanine derivative, 639 

—., of a-helical undecapeptide, 961 

—, high resolution, of 2’-deoxycytidine 5’- 
monophosphate, 327 

—, of phenylacetyl-D-alanyl-D-alanine, 2087 

—, of thymine dimers, 897 

Crystal structures, of Pro—Pro dipeptides, 
1089 

Cu?+, complex with Poly{Cys[(CH»); »COOH}}, 
1115 

Cyclic enkephalins, amide bond reversal in, 
137 


Cyclic hexapeptides, 8-bends in, 1205 

Cyclic peptides, conformational calculations, 
97 

—, synthetic, nmr studies of, 117 

Cysteamine, interaction with DNA, 1845 

Cystine, disulfide exchange, 199 

—, stabilization of y-turns by, 2041 

Cytochrome c oxidase, effect on lipid phase 
transitions, 883 


Daunomycin, thermodynamics of DNA 
binding, 403 

Deformation, shear, of fibrin clots, 461 

Deformation density maps, for deoxycytidine 
monophosphate, 327 

Dehydrophenylalanine, crystal structure of 
derivative of, 639 

Denaturation maps, for plasmid DNA, 359 

Density, of aqueous solutions of amino acid 
derivatives, 695 

Deoxycytidine monophosphate, atomic partial 
charges of x-ray diffraction study of, 327 

Dermorphin [Ala"] analogs activity of nmr 
conformation study energy minimization, 
2417 

Deuteration, assignment of homo-oligomer 
resonances by, 2431, 2449, 2469, 2495 

Deuterium exchange, in DNA and RNA, 667 

a,a-Dialkylamino acid residues, 
conformational preferences of, 1759 

Diamines, aliphatic, model for DNA binding, 
1527 

Dielectric function, for metal binding modified 
for small distances, 427 

Diethyl glycine, conformational preferences of, 
1759 


Difference spectroscopy, of sequential 
i 1215 


Differential scanning calorimetry, of helix—coil 
transition, 1823 
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Differential scanning microcalorimetry, of 
lipid vesicles, 883 

Diffusion, mutual, of Na-polystyrene 
sulfonate, 1501 

—, of proteoglycan subunit, 2165 

—, of rod-shaped molecules, 387 

—, rotational, of rodlike molecules, 947 

—, translational, of rodlike molecules, 947 

—, translational and rotational, of hinged 
dumbell of locally flexible 
macromolecules, 2145 

Diffusion coefficient, of BSA in polymer 
solutions, 379 

—, calculated using neutron spin-echo 
technique, 1769 

Diffusion coefficients, electric field 
dependence of, 1247 

Diffusion-controlled reactions, rate- 
enhancement of, 1323 

Diffusion model, for enzymes on polymer 
surfaces, 257 

Diketopiperazine, structure-taste relationship, 
1629 

Dimer, twisted, expressions for CIDS of, 1595 

Dimyristoylphosphatidylcholine, 
microcalorimetry of vesicles of, 883 

Dinucleoside phosphates, interaction of 
ethidium with, 1863 

Dipolar interactions, between magnetically 
equivalent nuclei, 1157 

Dipole moment, calculated, for 6-sheet model, 
735 

Dipropyl glycine, conformational preferences 
of, 1759 

Dissociation-field effect, on DNA 
condensation, 1981 

Disulfide, stabilization of y-turns by, 2041 

Disulfide bonds, role in protein folding, 279 

Disulfide exchange, role in fibronectin 
assembly, 199 

DNA, A-, B- and Z-forms, 7H-exchange rates 
vs. RNA laser Raman study, 667 

—, A-form, Raman study, 1101 

—, A-form, role of inter-duplex association 
poly(dG)-poly(dC) in H,O, 1841 

—, A-to-B transition interhelical interactions, 
2035 

—, bacteriophage, ethidium binding by, 1635 

—, B- and Z-forms, 2D-NOE study of, 747 

—, B-form, model of diamine binding to, 1527 

—, B-to-X transition and condensation, 2185 

—, B-to-Z transition, for poly(dG-mdC), 905 

—, B-to-Z transition of, effect of polyamines, 
725 

—, B-Z transition of, temperature and salt 
effects, 289 

—, CD study of CC-1065 complex, 1549 

—, closed-circular, Raman conformational 
study of, 1107 

—, condensation dynamics, 1981 

—, daunomycin binding thermodynamics, 403 
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—, dipolar interactions in, 1157 

—, electrophoresis of, 2243 

—., energy transfer to terbium, 1293 

—,'!H- and *!P-nmr of intercalator complexes, 
1963 

—, interaction with bleomycin, 913 

—, interaction with cysteamine, 1845 

—, intercalator binding and kinetics, 1941 

—, long, gel electrophoresis stretching in 
electric field, 2181 

—, plasmid pBR322, laser Raman 
spectroscopy of, 1001 

—, ring-closure probability, 1881 

—, rotational dynamics in nucleosomes, 1931 

—, rotational dynamics theory of optical 
anisotropy, 1909 

—, short, torsional dynamics of twisting 
correlation function for, 1009 

—, supercoiled, Raman conformational study 
of, 1107 

—, thermodynamics of ethidium binding 
computer modeling of ethidium 
complexes, 1863 

—, Z-form, hexagonal lattice for octamers 
crystallizing as, 243 

DNA B-to-Z conversion effect of CsF on 
Raman Studies of, 1493 

DNA conformation, probed with 1,10- 
phenanthroline-copper, 183 

DNA duplexes, transient conformations of 
proton exchange in, 711 

DNA electrophoresis, reptation theory of, 2181 

—., theory of, 1573 

DNA filaments, anisotropic bending rigidity 
finite torsional rigidity persistence length, 
1233 

DNA melting, plasmid, electron microsopy 
study theory vs. experiment, 359 

DNA oligomers, assignment of 'H- and *!P- 
resonance in homo- and heteronuclear 
correlation spectroscopy, 2371 

DNA probes, 77 

DNAs, supercoiled, nmr relaxation of, 1023 

DNA supercoiling, computer simulation, 867 

Docking algorithm, applied to hemoglobin 
subunits, 509 

Docking algorithm applied to flavodoxin a- 
helices, 1613 

Domains, protein, prediction of structural 
class, 1995 

—, thermolysin, role in folding, 767 

Dyes, DNA-specific, as metaphase 
chromosome stains, 77 

Dynamic light scattering, computer simulation 
of proteoglycan subunit, 2165 

—, of supercoiled DNA, 1023 


Elastin, quaternary structure of model for 
primary filament, 1515 
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Elastin polypentapeptide, CD study of 
coacervation phase diagram in water 
synthesis of, 2345 

Elastomechanical model, for DNA 
supercoiling, 867 

Electric field, effect on DNA electrophoresis, 
2243 

Electric-field pulses, DNA condensation 
reversed by, 1981 

Electron, microscopy, of poly(Pro-Nle-Gly), 
1853 

Electron microscopy, of condensed DNA, 2185 

—, of DNA melting, 359 

—, of fibrin clots, 461 

—, of human bronchial mucin, 1683 

—, of microtubules, 2403 

Electrophoresis, DNA, theory of, 1573 

Electrophporesis, agarose gel, of DNA 
fragments electric field effects on, 2243 

Ellipsoid, accessible surface area volume, 2511 

Empirical potential energy functions 
(ECEPP), 1437 

—, compared to statistical mechanical 
algorithm (SMAPPS), 1391 

Energy minimization, of dermorphin and 
[Ala"] analogs, 2417 

—, of ethidium-DNA complexes, 1863 

Energy transfer, between chromosome-bound 
dyes, 77 

—, from nucleotides to terbium heavy atom 
effects in, 1293 

Enkaphalins, cyclic, effect of ring size on 
conformation, 935 

Enkephalin, structures calculated with new 
algorithm, 1391, 1437 

Enkephalins, cyclic, retro-inverso analogs of, 
137 

—, nmr studies of lipid interactions, 105 

Entropy, of hydrophobic solutes in water, 813 

—, of lipid chains, reduced by protein, 613 

Enzyme kinetics, models for superoxide 
dismutase, 1323 

Enzymes, and biopolymer substrates surface 
diffusion model for, 257 

—, interaction with adenylate analogs, 9 

Equilibrium sedimentation, of cross-linked 
elastin peptides, 1515 

Errata, 581, 731, 1385, 1387 

Ethidium, computer modeling of DNA 
binding, 1863 

—, DNA binding and kinetics, 1941 

—, nmr of DNA complexes, 1963 

Ethidium bromide, binding by phage T7 and 
mutants, 1635 

—, effect on DNA torsional dynamics, 1009 


Fibrin clots, prepared with ancrod rheological 
properties, 461 

Fibrinogen, rate of clotting by thrombin and 
ancrod, 461 
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Fibronectin, mechanism of matrix assembly 
disulfide exchange in, 199 

Flexibility, localized, in macromolecules, 2145 

—, segmental, neutron spin-echo study of pig 
immunoglobulin G, 1769 

Flow birefringence, of rod-shaped molecules, 
387 


Flow cytometry, fluorescent dyes in, 77 

Fluorescence, applications to cytogenetics, 77 

—, of ATP analogs, 9 

—, of daunomycin-DNA complexes, 403 

—, of terbium-nucleotide complexes, 1293 

Fluorescence polarization anisotropy, of DNA- 
ethidium complexes, 1023 

—, of poly(dGdC)-ethidium complexes, 1009 

—, and rotational dynamics of DNA, 1909 

Fluorescence study, of aminotyrosyl 
calmodulin, 547 

—, of ethidium binding by phage T7 DNA, 
1635 

Fluorescence transfer, in gastrin and 
cholestokinin fragments, 1663 

Fluorescent labeling, of BPTI N-terminus, 623 

Folding, protein, CD studies of theoretical 
model for, 279 

—, protein, role of prolyl isomerization in, 251 

Folding kinetics, of small proteins, 167 

Folding pathway, effect of interhelix 
interactions, 1271 

Fourier self-deconvolution, of vibrational CD 
of poly(y-Bzl-L-Glu), 799 


Gastrin, conformation of analogs of, 2029 

Gastrin fragments, CD studies of 
conformation as function of length, 647 

—,'H-nmr studies fluorescence transfer 
studies, 1663 

Gelation, polysaccharide, mechanism of, 2333 

Gel electrophoresis, DNA, theory of, 1573 

—, of ethidium-treated bacteriophage, 1635 

—, of long DNA chains pulsed field, 2181 

Gentiobiose, calculated low-energy CD, 1365 

Global minimum, 1437 

Glucans, calculated low-energy CD, 1365 

Glutamate oligomers, POE-bound, 
conformation in CDCl, 2449 

—, POE-bound, conformation in 
trifluoroethanol, 2469 

—, POE-bound, conformation in water, 2495 

—, POE-bound, synthesis of conformation in 
DMS0O-de, 2431 

Glycopeptides, biantennary complex class, 
model for Con-A binding, 49 

Glycophorin A, CD conformational study 
intrinsic viscocity predicted secondary 
structure, 2301 

Glycoproteins, antifreeze, adsorption on ice 
mechanism of action, 1265 

—, of ovarian cyst mucin, 2207 

GTP, role in vision cascade, 29 
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Guanine residue, normai coordinate analysis, 
1075 

Guanosine, reaction with methyl N- 
cyanomethanimidate, 9 


Hartree theory, time-dependent, in calculation 
of low-energy CD, 1365 

a-Helical content, by '8C-nmr CP/MAS, 2113 

Helical packing, in basic sequential 
polypeptides, 1801 

Helical parameters, unified model for all 
polymers of polysaccharides, 1809 

Helical polymers, infinite, quantum 
mechanical theory of CD, 1327 

Helical structure, stability for a,a-dialkyl 
residues, 1759 

310-Helical turns, in alamethicin segment 12- 
20, 979 

a-Helical turns, in alamethicin segment 12-20, 
979 

Helices, DNA, interaction between, 2035 

—, small, expressions for CIDS of, 1595 

Helix, circular intensity differential scattering 
by, 783 

a-Helix, of Aib-containing peptide, 961 

—, algorithm for modeling surface of, 1613 

Helix clusters, intramolecular, theoretical 
treatment, 2231 

Helix—coil transition, and helix—helix 
interactions, 2231 

—, ORD study of muscle proteins, 1647 

—, in organic solvent mixtures 
thermodynamics for poly(y-benzyl-L- 
Glu), 1823 

Helix—helix interaction, model for 
intramolecular clustering, 2231 

Helix-helix interactions, computer modeling 
of, 1613 

a-Helix interactions, effect on folding 
pathway, 1271 

a-Helix packing, arrangement in myoglobin, 
1271 

a-Helix potential, effect of guest residue on, 
1057 

Hemoglobin, simulated allosteric transition, 


509 

Hexamine cobalt (Co(NH3),°*), induction of 
B-to-X transition and condensation in 
DNA, 2185 

Hexanucleoside phosphates, interaction of 
ethidium with, 1863 

Host-guest approach, to peptide secondary 
structure, 1057 

Hydrodynamics, of locally flexible 
macromolecules, 2145 

Hydrogen bond, characteristic of 27 helix, 2381 

Hydrogen bonding, in alamethicin segment 12- 
20, 979 

—, in a-helical undecapeptide, 961 

—, in phenylalanine tRNA simulation, 1169 

—, quantum-mechanical calculations 
structures in globular proteins, 491 
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Hydrogen bonds, and protein stability, 167 

Hydrogen exchange, in globular proteins, 301 

Hydrophobic bonding, in collagen fibril 
formation, 1705 

Hydrophobicity, correlation to tertiary 
structure, 1995 

—, physical origin of, 813 

Hydroxyproline, cis-trans isomerization of, 65 

Hysteresis, in DNA condensation, 1981 


Imino acid residue, studies of, 2195 

Immunoglobulin G, pig, segmental flexibility 
and diffusion neutron spin-echo study, 
1769 

Intercalation, model for bleomycin, 913 

—, thermodynamics for daunomycin, 403 

Intercalators, DNA binding and kinetics, 1941 

—, nmr of DNA complexes, 1963 

Intrinsic viscocity, of human glycophorin A, 
2301 

Ionic effects, on DNA-intercalator binding, 
1941 

—, nmr study in DNA, 1963 

Ionic strength, effect on daunomycin-DNA 
binding, 403 

Ir, of carbonic anhydrase melting, 1899 

—, of cell-wall peptide analog, 2087 

—, of chemotactic tripeptides, 1131 

—, study of host-guest peptides, 1057 

—, of 8-turn model peptides, 211 

Ir studies, of a-helical poly(L-Glu), 1479 

Ir study, of Amide-I band in collagen, 1449 

3-isoadenosine, phosphate derviatives of, 
enzyme binding, 9 

Cis-trans isomerization, of Pro and Hyp in 
collagen, 65 

—, of proline in protein folding, 251 

Isosteres, depsipeptide, 137 


Kinetics, of enzyme-biopolymer reactions, 257 
—, of enzyme-substrate binding, 1323 
—, of poly(L-Orn) conformational change, 683 


Labeling, selective, of BPTI N-terminus, 623 

Lac promoter, conformational analysis of 1,10- 
phenanthroline-copper cleavage of, 183 

Lac re,ressor headpiece, nmr conformational 
studies, 2257 

Laser Raman spectroscopy, of plasmid 
pBR322 DNA, 1001 

LD, of A,T-containing polynucleotides, 825 

Lectin-glycopeptide binding, 49 

Ligand binding kinetics, electrostatic effects 
in, 1323 

Light scattering, angular dependence of, for 
tetra(y-benzyl-L-glutamate), 585 

—, calculated for circularly polarized light, 783 

—, dynamic, of supercoied DNAs, 1023 

—, laser, by long rigid rods, 947 

—, quasielastic, study of salt effect on Na- 
polystyrene sulfonate, 1501 
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Lipid-protein interactions, microcalorimetry 
of, 883 

Lipids, interactions with enkephalins, 105 

—, protein-induced ordering, 613 

Liquid phase method, synthesis of glutamate 
oligomers, 2431 

Liquid phase peptide synthesis, 1057 

Loops, between adjacent helices, 2231 

—, interstrand, role in 6-sheet formation, 565 

Lysozyme, hen egg-white, low-temperature 
glass transition, 1785 

—, high frequency compressibility of, 1543 

—, hydrogen exchange in, 301 


Macromolecules, locally flexible, 
hydrodynamics of hinged dumbell model 
of, 2145 

Maltose, c#lculated low-energy CD, 1365 

Mannose, «-methyl, binding to Con-A, 49 

Matrix, extracellular, incorporation of 
fibronectin, 199 

Melting, non-cooperative, of carbonic 
anhydrase, 1899 

—, plasmid DNA, electron microscopy study 
theory vs. experiment, 359 

Membrane, erythrocyte, interaction of 
glycophorin A with, 2301 

Meromyosin, light, ORD of helix-coil 
transition, 1647 

Metal ions, binding to guanyl-3’,5’-cytidine 
modified dilectric function for, 427 

Micelles, nmr of enkephalins bound by, 105 

Microcalorimetry, of carbonic anhydrase 
melting, 1899 

—, of x-carrageenan, 731(E) 

—, of protein-lipid interactions, 883 

Microtubules, electron microscopy of length 
distribution from QELS, 2403 

Minimum energy conformations, of 
bleomycin-DNA complexes, 913 

Molecular dynamics, of collagen, 65 

—, stochastic boundary, of BPTI active site, 
843 

Molecular dynamics simulation, of 
phenylalanine transfer RNA, 1169 

—, protein vs. tRNA atomic motions, 1189 

Molecular mechanics, of ethidium-DNA 
complexes, 1863 

Molecular model, of Con-A-glycopeptide 
complex, 49 

Molecular orbital calculations, of 6-sheet 
charge distribution, 735 

Ab-initio molecular-orbital calculations, on 
hydrogen-bonded bridges, 491 

Molecular recognition, algorithm for surface 
modeling, 1613 

Molecular weight distribution, of cross-linked 
elastin peptides, 1515 

Monoclonal antibodies, against 
bacteriorhodopsin, 157 

Monte Carlo algorithm, for importance 
sampling, 1391 
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Monte Carlo simulation, of fluctuating protein 
conformations, 527 

Monte Carlo treatment, of ring-closure 
probability, 1881 

Mucin, human, flexibility and length of, 1683 

Myoglobin, a-helix packing in, 1271 

—, sperm whale, low-temperature glass 
transition, 1785 

Myosin, ORD of helix-coil transition, 1647 


lin-Naphthoadenosine, enzyme-bound 
fluorescence, 9 

2-Naphthoxyacetic acid, as N-terminal 
fluorescent probe, 623 

Neutron spin-echo technique, study of 
immunoglobulin G segmental flexibility, 
1769 . 

Nmr, !8C-, cross-polarization/magic angle 
spinning of (Ala/Val) copolypeptides, 
2113 

—, 8C-, relaxation of poly(L-glutamic acid), 
1147 

—, cross-polarization/magic angle spinning 

13C-, of (1-to-6)-8-D-glucan (pustulan), 
2333 

—, of dermorphin and [Ala"] analogs, 2417 

—, double quantum, of Lac repressor 
headpiece, 2257 

—,'H-, and 3!P-, of DNA-intercalator 
complexes, 1963 

—,'H-, of gastrin and cholecystokinin 
fragments, 1663 

—,!H-, of oligo-y-benzyl-L-glutamates, 2381 

—,1H-, of POE-bound glutamate oligomers in 
CDCls, 2449 

—,1H-, of POE-bound glutamate oligomers in 
DMSO-dg, 2431 

—,1!H-, of POE-bound glutamate oligomers in 
TFE, 2469 

—,1!H-, of POE-bound glutamate oligomers in 
water, 2495 

—, high resolution, of enkephalin-lipid 
interactions, 105 

—, homo- and heteronuclear correlation 
spectroscopy, 2371 

—, multinuclear solid state, of collagen, 65 

—, 15N-, of (Ala/Val) copolypeptides, 2113 

—, %3Na-, study of cysteamine-DNA 
interaction, 1845 

—, of oligosaccharides, 2207 

—,P-, of d(GCATGC)s, 2371 

—, of peptide disulfides, 2041 

—, pulsed field gradient, of amylopectin, 441 

—, solid state 3C-, of Rhizoclonium 
hieroglyphicum cellulose, 421 

—, of 8-turn model peptides, 211 

—, of 8-turn peptides, 2045 

—, two-dimensional, for sequence-specific 

assignment, 2371 

—, two-dimensional, of peptide-lipid 

interactions, 117 
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-—, two-dimensional, of Lac repressor 
headpiece, 2257 

—., two-dimensional, of lac-repressor 
headpiece of valyl sidechains, 601 

Nmr relaxation, of DNA duplexes, 711 

Nmrr relaxation studies, of supercoiled DNAs, 
1023 

Nmr relaxation study, dipolar interactions in 
poly(dA)-poly(dT), 1157 

Nmr studies, of chemotactic tripeptides, 1131 

Normal coordinate analysis, of adenine 
residue, 2357 

Normal mode analysis, of a-helical poly(L- 
Glu), 1479 

—, of Poly(U)-Mg*?, 1385(E) 

Nuclear Overhauser enhancement, 2D, in lac- 
repressor headpiece Scalar coupling, from 
2D COSY, 601 

—, dipolar interactions not revealed by, 1157 

—, identification of in 2D spectra study of Lac 
repressor headpiece, 2257 

—, of oligosaccharides, 2207 

Nuclear Overhauser enhancement 
spectroscopy, 2D, to distinguish B- and Z- 
DNA, 747 

Nucleic acid constituents, atomic partial 
charges of, 327 

Nucleic acids, atomic motions compared to 
those of proteins, 1189 

—, LD of, 825 

Nucleoside, electrostatics of metal binding, 

27 


Nucleosomes, rotational dynamics of DNA in, 
1931 
Numerical analysis, of DNA supercoiling, 867 


Oligomers, DNA, crystallizing in Z-form, 243 

Oli ides, blood-group active, nmr 
conformational studies conformational 
energy calculations, 2207 

Opiate activity, of dermorphin vs [Ala®] 
analogs, 2417 

Optical rotatory dispersion, of helical 
polymers in mixed solvents, 1823 

Optical rotatory dispersion (ORD), of helical 
muscle proteins, 1647 


Packing arrangements, computed for a- 
helices, 1271 


Partial molar volume of amino acid derivatives 
in water, 695 

Pectins, Ca?* and Na* binding, 2131 

Pencillin G, compared to cell-wall peptide, 
2087 


Peptide, analog of cell wall, conformational 
studies, 2087 

Peptide conformation, --turns, 2041 

Peptide-membrane interactions, 105 

Peptides, chemotactic, aggregation of, 1131 

—, volumetric behavior in water, 695 
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Peptide sweeteners, homologous series of, 137 

Phase diagram, for collagen, 1705 

Phase transition, of lipid-protein solution, 613 

Phase transitions, of elastin polypentapeptide 
in water, 2345 

—, and polypeptide conformation, 2057 

Phenylalaninol, in alamethicin segment 12-20, 
979 

Photon correlation spectroscopy, of rodlike 
molecules, 947 

Plasmid DNA, Raman conformational study 
of, 1107 

Plasmid DNAs, nmr relaxation of, 1023 

Plasmid pBR322 DNA, laser Raman 
spectroscopy of, 1001 

Polyamines, effect on B-Z transition, 725 

Poly(y-benzyl-L-glutamate), helicity in 
organic solvent mixtures, 1823 % 

—, vibrational CD of, 799 

Poly(y-benzyl-L-glutamate) intermolecular 
association of, 585 

Poly{Cys[(CH2); 2>COOH]<bert structure of 
Cu?* complex, 1115 

Poly(dA-dT), 2D-NOE conformation study, 
747 

Poly(dA-dT)-(dA-dT), A-helix found for 
Raman study of, 1101 

Poly(dA-dT)-poly(dA-dT), B-to-X transition 
and condensation quasielastic light 
scattering of electron microscopy of, 2185 

Poly(dA-dT)-poly(dA-dT) Raman study of B- 
Z conversion, 1493 

Poly(dA)-poly(dT), LD study of base tilt, 825 

—, NOE-silent dipolar interactions, 1157 

Poly(dAT)-poly(dAT), LD study of base tilt, 
825 


Polydepsipeptides, as isosteric peptide 
analogs, 137 

Poly(dG-dC), B-Z transition in, 289 

—., torsional dynamics of, 1009 

Poly(dG-dT)-poly(dA-dC), Raman study of B- 
Z conversion, 1493 

Poly(dG-m‘dC), B-Z transition in, 289 

—, CD of B- and Z-forms, 905 

—, 2D-NOE conformation study, 747 

Poly(dG-me*dC)-poly(dG-me'dC) B-Z 
transition of, 725 

Poly(dG)-poly(dC), Raman study of A-form 
found in H,O solution, 1841 

Polydispersity, of amylopectin, 441 

—, in solutions of rod-shaped molecules, 387 

Polyelectrolyte, salt effect on diffusion of, 
1501 

Poly(L-Glu), a-helical, ir spectroscopy normal 
modes, 1479 

Poly(L-glutamic acid), ORD of helix-coil 
transition, 1647 

Poly(L-glutamic acid) rotational diffusion of, 
1147 

Polyions, motions coupled to small ions, 1247 

Poly(lysine), diffusion of quasielastic light 
scattering study, 1247 
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—, ORD of helix-coil transition, 1647 

Poly(y-methyl-L-glutamate), helicity in 
organic solvent mixtures, 1823 

Polynucleotides, energy transfer to terbium, 
1293 

Poly(L-ornithine), CD study in SDS solution 
a-to8 transition, 683 

Poly(oxyethylene), glutamate oligomers bound 
to, 2431, 2449, 2469, 2495 

Polypeptides, basic sequential, solid state 
conformation of, 1801 

—, representation of helical parameters, 1809 

Poly(Pro-Nle-Gly), formation of elastin-like 
filaments conformation of, 1853 

Polysaccharides, gelation by crystallization, 
2333 

—, helical parameters, 1809 

Polystyrene sulfonate, sodium salt, salt effect 
on diffusion of light scattering study of, 
1501 

Poly(U)-Mg*?, normal mode analysis ir and 
Raman spectroscopy, 1385(E) 

Potential energy function, nucleic acid, 
experimental partial charge parameters 
for, 327 

Potentiometry, in study of pectin-ion binding, 
2131 

Primary structure, protein, relationship to 
higher structure, 1995 

Probability density function, in statistical 
mechanical algorithm for protein 
structure, 1391 

Probability density functions, for protein 
hydrogen exchange, 301 

Proline, conformation in Pro—Pro sequences, 
1089 

—., cis-trans isomerization of, 65 
—, cis-trans isomerization role in protein 

folding, 251 

—, role in collagen packing, 581(E) 

—, in 6-turn model peptides, 211 

Proline and hydroxyproline residues, model 
studies, 2195 

Promoters, reactivity to 1,10-phenanthroline- 
copper, 183 

Propidium, DNA binding and kinetics, 1941 

—, nmr of DNA complexes, 1963 

Protection, selective, of e-amino groups, 623 

Protein, thermodynamics of lipid ordering, 
613 

Protein crystals, viscoelastic properties, 1785 

Protein dynamics, Monte Carlo simulation, 
527 

Protein films, viscoelastic properties, 1785 

Protein folding, cardboard box model of 
energetics of, 167 

—, CD studies of theoretical model for, 279 

—, role of domains in, 767 

—, in vivo, kinetics of role of prolyl 
isomerization, 251 

Protein-lipid interactions, microcalorimetry 
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Proteins, globular, hydrogen exchange in, 301 
—, globular, model of hydrogen-bonding in, 
491 


Protein segments, accessible surface area 
molecular volume, 2511 

Protein structure, methods of analysis, 1721 

—, pattern recognition in predication of 
domain structure, 1995 

—, revealed by proton exchange, 301 

Proteoglycan, type H, light-scattering study 
molecular weight determination, 483 

Proteoglycans, dynamic light scattering of 
ionic strength dependence of diffusion, 
2165 

Proton exchange, and transient conformations 
in DNA, 711 

Pustulan, calculated low-energy CD, 1365 


Quantum-mechanical calculations, on 
hydrogen-bonded structures, 491 

Quantum mechanical theory of CD, for infinite 
helical polymers, 1337 

Quasielastic light scattering, in a sinusoidal 
electric field (QELS-SEF), 1247 

—, by long rigid rods, 947 

—, of microtubule preparations, 2403 

—, of poly(dA-dT)-poly(dA-dT) condensation, 
2185 

—, of protein-polymer mixtures, 379 

—, study of salt effect on Na-polystyrene 
sulfonate, 1501 

Quaternary structure, docking simulation for 
hemoglobin, 509 


Raman bands, calculated, for guanine residue, 
1075 

Raman scattering, from DNA, 2035 

Raman spectra, of plasmid pBR322 DNA, 
1001 

Raman spectroscopy, of cell-wall peptide 
analog, 2087 

—, of DNA and RNA H-exchange, 667 

—, of plasmid DNA, 1107 

—, of poly(dA-dT)-(dA-dT) A-helix, 1101 

—, of poly(dG)-poly(dC) in H,O, 1841 

—, of Poly(U)-Mg*?, 1385(E) 

Raman studies, of a-helical poly(L-Glu), 1479 

—, of poly(dG-dT)-poly(dA-dC) of poly(dA- 
dT)-poly(dA-dT), 1493 

Random coil state, suppression of, 581(E) 

Recognition, molecular, algorithm for surface 
modeling, 1613 

Relaxation, of imino protons in DNA, 711 

—, of poly(L-glutamic acid), 1147 

Lac-repressor, 2D-nmr of DNA-binding 
domain, 601 

Rhodopsin, bovine, compared to 
bacteriorhodopsin, 157 

—, role in vision cascade, 29 

Ring aa probability for wormlike chains, 


RNA. cD study of CC-1065 complex, 1549 
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of, 883 7 
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—.,*H-exchange rate vs. DNA, 667 

—, transfer, molecular dynamics simulation, 
1189 

RNA transfer, molecular dynamics simulation, 
1169 

Rods, hydrodynamics of scattering of, 387 

—., long, quasielastic light scattering by, 947 

Rotational diffusion, of poly(L-glutamic acid), 
1147 

Rotational dynamics, of nucleosomal DNA, 
1931 

—, theory for DNA, 1909 

Rubredoxin, model from hydrogen-bonding in, 
491 


Salt effects, on B-Z transition of DNA, 289 

—, on DNA-daunomycin binding, 403 

Scattering, angular dependence of, for tetra(y- 
benzyl-L-glutamate), 585 

—, light, of proteoglycan type H, 483 

—, light by rod-shaped molecules, 387 

Secondary structure, in host-guest peptides, 
1057 

Secondary structure prediction, for 
glycophorin A, 2301 

Second harmonic generation, in ice surface 
with adsorbed antifreeze proteins, 1265 

Self-association, of proteoglycan type H, 483 

Self-diffusion coefficient, of amylopectin, 441 

Sequence-dependent variable h-spacing, 
correlation of with densitometric scans 
with theoretical scans, 2195 

Sequence polypeptide, elastin-like structure 
of, 1853 

Sequential polypeptides, basic, solid state 
conformation of, 1801 

—, synthesis and CD studies, 1215 

B-Sheet, calculated charge distribution, 735 

B-Sheet formation, matrix treatment of role of 
interstrand loops in, 565 

Side-chain interactions, stabilization of 8- 
turns by, 2045 

Signal peptides, synthetic, membrane 
interactions role in secretion, 117 

Sodium dodecyl sulfate, effect on poly(L-Orn) 
conformation, 683 

Sodium ion, pectin binding, 2131 

Solubility, biopolymer, effect on enzyme 
action, 257 

—, water, of non-polar solutes, 813 

Solvent, effect on peptide conformation, 1057 

Solvent accessibility, of 8-bends, 1205 

Solvent effects, on conformation of glutamate 
oligomers, 2449, 2469, 2495 

Somatostatin antagonist, conformational 
calculations, 97 

Spermidine, induction of B-to-X transition 
and condensation to DNA, 2185 

—, N-acetyl, effect on B-Z transition, 725 

Statistical mechanical algorithm, for 
predicting protein structure (SMAPPS), 
1391 
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Stereospecific assignments, of valyl methyl 
groups, 601 

Stopped-flow kinetics, of DNA-intercalator 
binding, 1941 

Structural analysis, protein, distance matrix 
method linear distance plot method, 1721 

8-Structure, correlated to aggregation, 2381 

—, effect of adsorption on, 2057 

—, found for alternating sequential 
polypeptides, 1801 

—, in VCD of L-alanine oligopeptides, 1257 

Structure-activity relationship, of a bitter 
diketopiperazine, 1629 

Structure-activity studies, strategies for 
peptides, 137 

8-Structure content, by '°C-nmr CP/MAS, 
2113 

6-Structure potential, effect of guest residue 
on, 1057 

Substitutions, effect on dermorphin 
conformation, activity, 2417 

Substrates, biopolymer, solubility and enzyme 
action surface diffusion model for, 257 

Sugar puckering, in phenylalanine tRNA 
simulation, 1169 

Supercoiled DNA, Raman conformational 
study of, 1107 

Supercoiling, DNA, computer simulation. 867 

—, DNA, nmr relaxation and, 1023 

—, effect of Raman spectra of plasmid DNA, 
1001 

Superoxide dismutase, electrostatic substrate 
steering in, 1323 

Surface topography, of a-helices, 1613 

Sweeteners, peptide, homologous series of, 137 

Sweet molecules, model for receptor binding 
of, 1629 

Synthesis, of glutamate oligomers bound to 
POE, 2431 

—., of sequential polypeptides, 1215 


Taste receptor, model for bitter vs. sweet 
molecules, 1629 

Temperature, effect on DNA B-Z transition, 
289 , 


Terbium, polynucleotide complex with, 1293 

Tetra(y-benzyl-L-glutamate), birefringence of 
solutions intramolecular association, 585 

Tetrapeptides, containing Asp and Lys, 2045 

—, proline, as 6-turn models, 211 

Thermodynamics, of amino acid derivatives in 
water, 695 

—, of daunomycin-DNA binding, 403 

—, of DNA proton exchange, 711 

—, of lipid-protein interactions, 613 

—, of unfolding of thermolysin 206-316, 767 

Thermolysin fragment, CD study of effect of 
pH, salt on conformation, 767 

Thymine dimers, crystal structure of, 897 

(1-to-6)-8-D-Glucan, CP/MAS "C-nmr study 
of gelation, 2333 

Torsional rigidity, of DNA, 1909 
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—, of nucleosomal DNA, 1931 

Transducin, role in vision cascade 
modification by cholera and pertussis 
toxins, 29 

—, y-subunit of, sequence of, 157 

Transfer RNA, phenylalanine, molecular 
dynamics simulation, 1169, 1189 

Transient photodichroism, of nucleosome- 
methylene blue complexes, 1931 

Transition, A-to-B, in DNA, 2035 

—, B-to-X, in poly(dA-dT)-poly(dA-dT) 
correlated to DNA condensation, 2185 

a-8-Transition, in homopolypeptides, 581(E) 

Transition moments, of adenine and thymine 
in polynucleotides, 825 

Triple helix, amide I band in, 1449 

Tropomyosin, ORD of helix-coil transition, 
1647 

Turbidity, of rod-shaped molecules, 387 

8-Turn, in helical undecapeptide, 961 

—, interior, modeled by cyclic peptide, 117 

—, in Pro—Pro sequences, 1089 

—, side-chain interactions in, 2045 

—, tetrapeptide models for, 211 

-Turn, found for chemotactic peptide, 1131 

+-Turns, stabilized by disulfides, 2041 

Twisting correlation function, for short DNAs, 
1009 

Twisting rigidity, of DNA filaments, 1233 


Valine, stereospecific assignments of methyls, 
601 


Vibrational analysis, of adenine residue, 2357 

—, of guanine residue, 1075 

Vibrational CD, of L-Alanine oligopeptides, 
1257 

—, of poly(y-benzyl-L-glutamate), 799 

Virial coefficients, volumetric, of amino acid 
derivatives in water, 695 
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Viscoelastic properties, of protein crystals and 
films, 1785 

Viscometry, low-shear, of human bronchial 
mucin, 1683 

Viscosity, of rod-shaped molecules, 387 

—, of tetra(y-benzyl-L-glutamate) solutions, 
585 


Vision, mechanism of cascade in, 29 

Volume, molecular, approximation for protein 
segments, 2511 

Volumetric studies, of amino acid derivatives 
in water, 695 


Water, solubility of nonpolar solutes in, 813 

Wobble, chromophore, role in optical 
anisotropy of DNA, 1909 

Wormlike chains, ring-closure probability of, 
1881 


X-ray analysis, of phenylacetyl-D-alanyl-D- 
alanine, 2087 

X-ray crystallography, of thymine dimers, 897 

X-ray diffraction, of alamethicin segment 12- 
20, 979 

—, of Rhizoclonium hieroglyphicum cellulose, 
421 

—, of dehydrophenylalanine derivative, 639 

—, of deoxycytidine monophosphate, 327 

—, of a-helical undecapeptide, 961 

—., of poly(Pro-Nle-Gly), 1853 

—, of Pro—Pro dipeptides, 1089 

—, of sequential polypeptide films, 1801 

—, of (1-to-6)-8-D-glucan (pustulan), 2333 

—, of Z-DNA octamers, 243 


Z-DNA octamers, hexagonal lattice for x-ray 
diffraction of, 243 
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